GO terms relevant to the complexes and catalytic activities shown in Table 1, following their revision. Entries are taken from the go-basic.obo file (data-version: releases/2024-03-28) obtained from http://current.geneontology.org/ontology/go-basic.obo.

==============================================================================================

Revised is_a hierarchy of alpha-ketoacid dehydrogenase complex terms:

cellular_component (GO:0005575)
    |_protein-containing complex (GO:0032991)
        |_catalytic complex (GO:1902494)
            |_oxidoreductase complex (GO:1990204)
                |_alpha-ketoacid dehydrogenase complex (GO:0045240
                    |_oxoadipate dehydrogenase complex (GO:0160167)
                    |_oxoglutarate dehydrogenase complex (GO:0045252)
                    |_branched-chain alpha-ketoacid dehydrogenase complex (GO:0160157)
                    |_pyruvate dehydrogenase complex (GO:0045254)

==============================================================================================

Revised term entries for alpha-ketoacid dehydrogenase complex terms:

[Term]
id: GO:0160167
name: oxoadipate dehydrogenase complex
namespace: cellular_component
def: "A multi-enzyme complex that catalyzes the oxidative decarboxylation of 2-oxoadipate to glutaryl-CoA, thereby acting in the final step of lysine and tryptophan catabolism in mitochondria. The complex comprises multiple copies of three enzymes referred to as E1, E2 and E3: 2-oxoadipate dehydrogenase (E1), dihydrolipoamide S-succinyltransferase (E2) and dihydrolipoamide dehydrogenase (E3)." [PMID:29191460, PMID:32695416]
comment: The catalytic activities of the individual components of this complex are represented by the molecular function terms '2-oxoadipate dehydrogenase activity ; GO:0160166' (E1), 'dihydrolipoyllysine-residue succinyltransferase activity ; GO:0004149' (E2), and 'dihydrolipoyl dehydrogenase activity ; GO:0004148' (E3).
synonym: "OADHC" EXACT []
is_a: GO:0045240 ! alpha-ketoacid dehydrogenase complex

[Term]
id: GO:0045252
name: oxoglutarate dehydrogenase complex
namespace: cellular_component
def: "A multi-enzyme complex that catalyzes the oxidative decarboxylation of alpha-ketoglutarate (also known as 2-oxoglutarate) to form succinyl-CoA. The complex comprises multiple copies of three enzymes referred to as E1, E2 and E3: oxoglutarate dehydrogenase (lipoamide) (E1), dihydrolipoamide S-succinyltransferase (E2) and dihydrolipoamide dehydrogenase (E3). Additional proteins may also be present." [PMID:10672230]
comment: The catalytic activities of the individual components of this complex are represented by the molecular function terms 'oxoglutarate dehydrogenase (succinyl-transferring) activity ; GO:0004591' (E1), 'dihydrolipoyllysine-residue succinyltransferase activity ; GO:0004149' (E2), and 'dihydrolipoyl dehydrogenase activity ; GO:0004148' (E3). The overall catalytic activity of the complex is represented by the molecular function term 'oxoglutarate dehydrogenase (NAD+) activity ; GO:0034602'.
subset: goslim_pir
synonym: "alpha-ketoglutarate dehydrogenase complex" EXACT []
synonym: "dihydrolipoamide S-succinyltransferase complex" EXACT []
synonym: "KGDHC" EXACT []
xref: Wikipedia:Oxoglutarate_dehydrogenase_complex
is_a: GO:0045239 ! tricarboxylic acid cycle heteromeric enzyme complex
is_a: GO:0045240 ! alpha-ketoacid dehydrogenase complex

[Term]
id: GO:0160157
name: branched-chain alpha-ketoacid dehydrogenase complex
namespace: cellular_component
def: "A multi-enzyme complex that catalyzes the oxidative decarboxylation of branched-chain alpha-ketoacids derived from L-leucine, L-isoleucine, and L-valine to branched-chain acyl-CoAs. The complex comprises multiple copies of three enzymes referred to as E1, E2 and E3: branched-chain alpha-ketoacid dehydrogenase (E1, a heterotetramer of two alpha and two beta subunits), dihydrolipoyl transacylase (E2), and dihydrolipoamide dehydrogenase (E3). Additional proteins may also be present." [PMID:10464218, PMID:10745006, PMID:3593587]
comment: The catalytic activities of the individual components of this complex are represented by the molecular function terms '3-methyl-2-oxobutanoate dehydrogenase (2-methylpropanoyl-transferring) activity ; GO:0003863' (E1), 'dihydrolipoyllysine-residue (2-methylpropanoyl)transferase activity ; GO:0043754' (E2), and 'dihydrolipoyl dehydrogenase activity ; GO:0004148' (E3). The overall catalytic activity of the complex is represented by the molecular function term 'branched-chain alpha-keto acid dehydrogenase activity (GO:0047101)'.
synonym: "BCKD complex" EXACT []
synonym: "BKDH complex" EXACT []
xref: Wikipedia:Branched-chain_alpha-keto_acid_dehydrogenase_complex
is_a: GO:0045240 ! alpha-ketoacid dehydrogenase complex

[Term]
id: GO:0045254
name: pyruvate dehydrogenase complex
namespace: cellular_component
alt_id: GO:0009364
def: "A multi-enzyme complex that catalyzes the oxidative decarboxylation of pyruvate to form acetyl-CoA. The complex comprises multiple copies of three enzymes referred to as E1, E2 and E3: pyruvate dehydrogenase (E1, which may be a homodimer or a heterotetramer of two alpha and two beta subunits, depending on species), dihydrolipoamide S-acetyltransferase (E2), and dihydrolipoamide dehydrogenase (E3). Additional proteins may also be present." [PMID:36863425]
comment: The catalytic activities of the individual components of this complex are represented by the molecular function terms 'pyruvate dehydrogenase (acetyl-transferring) activity ; GO:0004739' (E1), 'dihydrolipoyllysine-residue acetyltransferase activity ; GO:0004742' (E2), and 'dihydrolipoyl dehydrogenase activity ; GO:0004148' (E3). The overall catalytic activity of the complex is represented by the molecular function term 'pyruvate dehydrogenase (NAD+) activity ; GO:0034604'.
subset: goslim_pir
synonym: "pyruvate dehydrogenase complex (lipoamide)" EXACT []
xref: Wikipedia:Pyruvate_dehydrogenase_complex
is_a: GO:0045240 ! alpha-ketoacid dehydrogenase complex

==============================================================================================

Revised term entries for alpha-ketoacid dehydrogenase catalytic activities:

[Term]
id: GO:0034602
name: oxoglutarate dehydrogenase (NAD+) activity
namespace: molecular_function
def: "Catalysis of the reaction: 2-oxoglutarate + CoA + NAD+ = succinyl-CoA + CO2 + NADH." [GOC:mah, RHEA:27786]
xref: EC:1.2.1.105
xref: KEGG_REACTION:R08549
xref: MetaCyc:2OXOGLUTARATEDEH-RXN
xref: Reactome:R-HSA-71037 "alpha-ketoadipate + CoASH + NAD+ => glutaryl-CoA + CO2 + NADH + H+"
xref: Reactome:R-HSA-71401 "alpha-ketoglutarate + CoASH + NAD+ => succinyl-CoA + CO2 + NADH + H+"
xref: RHEA:27786
is_a: GO:0034601 ! oxoglutarate dehydrogenase [NAD(P)+] activity


[Term]
id: GO:0004591
name: oxoglutarate dehydrogenase (succinyl-transferring) activity
namespace: molecular_function
def: "Catalysis of the reaction: 2-oxoglutarate + lipoamide + H+ = S-succinyldihydrolipoamide + CO2." [EC:1.2.4.2]
synonym: "2-ketoglutarate dehydrogenase activity" RELATED [EC:1.2.4.2]
synonym: "2-oxoglutarate dehydrogenase activity" RELATED [EC:1.2.4.2]
synonym: "2-oxoglutarate: lipoate oxidoreductase activity" RELATED [EC:1.2.4.2]
synonym: "2-oxoglutarate:dihydrolipoyllysine-residue succinyltransferase-lipoyllysine 2-oxidoreductase (decarboxylating, acceptor-succinylating)" RELATED [EC:1.2.4.2]
synonym: "2-oxoglutarate:lipoamide 2-oxidoreductase (decarboxylating and acceptor-succinylating) activity" RELATED [EC:1.2.4.2]
synonym: "AKGDH activity" RELATED [EC:1.2.4.2]
synonym: "alpha-ketoglutarate dehydrogenase activity" RELATED [EC:1.2.4.2]
synonym: "alpha-ketoglutaric acid dehydrogenase activity" RELATED [EC:1.2.4.2]
synonym: "alpha-ketoglutaric dehydrogenase activity" RELATED [EC:1.2.4.2]
synonym: "alpha-oxoglutarate dehydrogenase activity" RELATED [EC:1.2.4.2]
synonym: "ketoglutaric dehydrogenase activity" RELATED [EC:1.2.4.2]
synonym: "OGDC activity" RELATED [EC:1.2.4.2]
synonym: "oxoglutarate decarboxylase activity" RELATED [EC:1.2.4.2]
synonym: "oxoglutarate dehydrogenase (lipoamide) activity" EXACT []
synonym: "oxoglutarate dehydrogenase activity" RELATED [EC:1.2.4.2]
xref: EC:1.2.4.2
xref: MetaCyc:2OXOGLUTDECARB-RXN
xref: RHEA:12188
is_a: GO:0016624 ! oxidoreductase activity, acting on the aldehyde or oxo group of donors, disulfide as acceptor

[Term]
id: GO:0004149
name: dihydrolipoyllysine-residue succinyltransferase activity
namespace: molecular_function
def: "Catalysis of the reaction: succinyl-CoA + dihydrolipoamide = CoA + S-succinyldihydrolipoamide." [EC:2.3.1.61]
synonym: "dihydrolipoamide S-succinyltransferase activity" EXACT []
synonym: "dihydrolipoamide succinyltransferase activity" RELATED [EC:2.3.1.61]
synonym: "dihydrolipoic transsuccinylase activity" RELATED [EC:2.3.1.61]
synonym: "dihydrolipolyl transsuccinylase activity" RELATED [EC:2.3.1.61]
synonym: "dihydrolipoyl transsuccinylase activity" RELATED [EC:2.3.1.61]
synonym: "enzyme-dihydrolipoyllysine:succinyl-CoA S-succinyltransferase activity" RELATED [EC:2.3.1.61]
synonym: "lipoate succinyltransferase (Escherichia coli) activity" RELATED [EC:2.3.1.61]
synonym: "lipoate succinyltransferase activity" RELATED [EC:2.3.1.61]
synonym: "lipoic transsuccinylase activity" RELATED [EC:2.3.1.61]
synonym: "lipoyl transsuccinylase activity" RELATED [EC:2.3.1.61]
synonym: "succinyl-CoA:dihydrolipoamide S-succinyltransferase activity" RELATED [EC:2.3.1.61]
synonym: "succinyl-CoA:dihydrolipoate S-succinyltransferase activity" RELATED [EC:2.3.1.61]
synonym: "succinyl-CoA:enzyme-6-N-(dihydrolipoyl)lysine S-succinyltransferase activity" RELATED [EC:2.3.1.61]
synonym: "succinyl-CoA:enzyme-N6-(dihydrolipoyl)lysine S-succinyltransferase activity" RELATED [EC:2.3.1.61]
xref: EC:2.3.1.61
xref: RHEA:15213
is_a: GO:0016751 ! S-succinyltransferase activity
is_a: GO:0140096 ! catalytic activity, acting on a protein

[Term]
id: GO:0004148
name: dihydrolipoyl dehydrogenase activity
namespace: molecular_function
def: "Catalysis of the reaction: protein N6-(dihydrolipoyl)lysine + NAD+ = protein N6-(lipoyl)lysine + NADH + H+." [EC:1.8.1.4]
synonym: "dehydrolipoate dehydrogenase activity" RELATED [EC:1.8.1.4]
synonym: "diaphorase activity" RELATED [EC:1.8.1.4]
synonym: "dihydrolipoamide dehydrogenase activity" RELATED [EC:1.8.1.4]
synonym: "dihydrolipoamide reduction" RELATED [EC:1.8.1.4]
synonym: "dihydrolipoamide:NAD+ oxidoreductase" RELATED [EC:1.8.1.4]
synonym: "dihydrolipoic dehydrogenase activity" RELATED [EC:1.8.1.4]
synonym: "dihydrolipoylprotein reduction" RELATED [EC:1.8.1.4]
synonym: "dihydrothioctic dehydrogenase activity" RELATED [EC:1.8.1.4]
synonym: "E3 component of alpha-ketoacid dehydrogenase complexes activity" RELATED [EC:1.8.1.4]
synonym: "glycine-cleavage system L-protein activity" RELATED [EC:1.8.1.4]
synonym: "L-protein activity" RELATED [EC:1.8.1.4]
synonym: "LDP-Glc activity" NARROW [EC:1.8.1.4]
synonym: "LDP-Val activity" NARROW [EC:1.8.1.4]
synonym: "lipoamide dehydrogenase (NADH) activity" RELATED [EC:1.8.1.4]
synonym: "lipoamide oxidoreductase (NADH) activity" RELATED [EC:1.8.1.4]
synonym: "lipoamide reductase (NADH) activity" RELATED [EC:1.8.1.4]
synonym: "lipoamide reductase activity" RELATED [EC:1.8.1.4]
synonym: "lipoate dehydrogenase activity" RELATED [EC:1.8.1.4]
synonym: "lipoic acid dehydrogenase activity" RELATED [EC:1.8.1.4]
synonym: "lipoyl dehydrogenase activity" RELATED [EC:1.8.1.4]
synonym: "protein-6-N-(dihydrolipoyl)lysine:NAD+ oxidoreductase" RELATED [EC:1.8.1.4]
synonym: "protein-N6-(dihydrolipoyl)lysine:NAD+ oxidoreductase" RELATED [EC:1.8.1.4]
xref: EC:1.8.1.4
xref: MetaCyc:1.8.1.4-RXN
xref: Reactome:R-HSA-1222412 "lpdC dimer reactivates dlaT"
xref: Reactome:R-HSA-5694018 "DLD dimer:2xFAD oxidises GCSH:DHLL to GCSH:lipoate"
xref: RHEA:15045
is_a: GO:0016668 ! oxidoreductase activity, acting on a sulfur group of donors, NAD(P) as acceptor

[Term]
id: GO:0160166
name: 2-oxoadipate dehydrogenase activity
namespace: molecular_function
def: "Catalysis of the reaction: 2-oxoadipate + H+ + N(6)-[(R)-lipoyl]-L-lysyl-[dihydrolipoyllysine-residue succinyltransferase] = CO2 + N(6)-[(R)-S(8)-glutaryldihydrolipoyl]-L-lysyl-[dihydrolipoyllysine-residue succinyltransferase]." [PMID:29191460, PMID:32695416]
xref: RHEA:69576
is_a: GO:0016624 ! oxidoreductase activity, acting on the aldehyde or oxo group of donors, disulfide as acceptor

[Term]
id: GO:0034604
name: pyruvate dehydrogenase (NAD+) activity
namespace: molecular_function
def: "Catalysis of the reaction: pyruvate + CoA + NAD+ = acetyl-CoA + CO2 + NADH." [GOC:mah, ISBN:0201090910]
xref: EC:1.2.1.104
xref: KEGG_REACTION:R00209
xref: MetaCyc:PYRUVDEH-RXN
xref: RHEA:28042
is_a: GO:0034603 ! pyruvate dehydrogenase [NAD(P)+] activity

[Term]
id: GO:0004739
name: pyruvate dehydrogenase (acetyl-transferring) activity
namespace: molecular_function
def: "Catalysis of the reaction: pyruvate + lipoamide = S-acetyldihydrolipoamide + CO2." [EC:1.2.4.1]
synonym: "MtPDC (mitochondrial pyruvate dehydogenase complex) activity" NARROW [EC:1.2.4.1]
synonym: "PDH" RELATED [EC:1.2.4.1]
synonym: "pyruvate dehydrogenase (lipoamide) activity" EXACT []
synonym: "pyruvate dehydrogenase complex activity" RELATED [EC:1.2.4.1]
synonym: "pyruvate:dihydrolipoyllysine-residue acetyltransferase-lipoyllysine 2-oxidoreductase (decarboxylating, acceptor-acetylating)" RELATED [EC:1.2.4.1]
synonym: "pyruvate:lipoamide 2-oxidoreductase (decarboxylating and acceptor-acetylating) activity" RELATED [EC:1.2.4.1]
xref: EC:1.2.4.1
xref: MetaCyc:RXN0-1134
xref: RHEA:19189
is_a: GO:0004738 ! pyruvate dehydrogenase activity
is_a: GO:0016624 ! oxidoreductase activity, acting on the aldehyde or oxo group of donors, disulfide as acceptor

[Term]
id: GO:0004742
name: dihydrolipoyllysine-residue acetyltransferase activity
namespace: molecular_function
alt_id: GO:0030523
def: "Catalysis of the reaction: (R)-N6-dihydrolipoyl-L-lysyl-[protein] + acetyl-CoA = (R)-N6-(S8-acetyldihydrolipoyl)-L-lysyl-[protein] + CoA." [RHEA:17017]
synonym: "acetyl-CoA: enzyme-6-N-(dihydrolipoyl)lysine S-acetyltransferase activity" RELATED [EC:2.3.1.12]
synonym: "acetyl-CoA: enzyme-N6-(dihydrolipoyl)lysine S-acetyltransferase activity" RELATED [EC:2.3.1.12]
synonym: "acetyl-CoA:dihydrolipoamide S-acetyltransferase activity" RELATED [EC:2.3.1.12]
synonym: "dihydrolipoamide S-acetyltransferase activity" EXACT []
synonym: "dihydrolipoamide S-acyltransferase activity" RELATED []
synonym: "dihydrolipoate acetyltransferase activity" RELATED [EC:2.3.1.12]
synonym: "dihydrolipoic transacetylase activity" RELATED [EC:2.3.1.12]
synonym: "dihydrolipoyl acetyltransferase activity" RELATED [EC:2.3.1.12]
synonym: "enzyme-dihydrolipoyllysine:acetyl-CoA S-acetyltransferase activity" RELATED [EC:2.3.1.12]
synonym: "lipoate acetyltransferase activity" RELATED [EC:2.3.1.12]
synonym: "lipoate transacetylase activity" RELATED [EC:2.3.1.12]
synonym: "lipoic acetyltransferase activity" RELATED [EC:2.3.1.12]
synonym: "lipoic acid acetyltransferase activity" RELATED [EC:2.3.1.12]
synonym: "lipoic transacetylase activity" RELATED [EC:2.3.1.12]
synonym: "lipoylacetyltransferase activity" RELATED [EC:2.3.1.12]
synonym: "thioltransacetylase A activity" NARROW [EC:2.3.1.12]
synonym: "transacetylase X activity" NARROW [EC:2.3.1.12]
xref: EC:2.3.1.12
xref: RHEA:17017
is_a: GO:0016418 ! S-acetyltransferase activity
is_a: GO:0140096 ! catalytic activity, acting on a protein

[Term]
id: GO:0004740
name: pyruvate dehydrogenase (acetyl-transferring) kinase activity
namespace: molecular_function
def: "Catalysis of the reaction: ATP + pyruvate dehydrogenase (acetyl-transferring) = ADP + pyruvate dehydrogenase (acetyl-transferring) phosphate." [EC:2.7.11.2]
synonym: "PDH kinase activity" RELATED [EC:2.7.11.2]
synonym: "PDHK" RELATED [EC:2.7.11.2]
synonym: "PDK" RELATED [EC:2.7.11.2]
synonym: "pyruvate dehydrogenase kinase (phosphorylating) activity" RELATED [EC:2.7.11.2]
synonym: "pyruvate dehydrogenase kinase activity" RELATED [EC:2.7.11.2]
xref: EC:2.7.11.2
xref: MetaCyc:2.7.11.2-RXN
xref: Reactome:R-HSA-203946 "PDK isoforms phosphorylate lipo-PDH"
xref: RHEA:23052
is_a: GO:0004672 ! protein kinase activity

[Term]
id: GO:0004741
name: [pyruvate dehydrogenase (acetyl-transferring)]-phosphatase activity
namespace: molecular_function
alt_id: GO:0019906
def: "Catalysis of the reaction: O-phospho-L-seryl-[pyruvate dehydrogenase E1 alpha subunit] + H2O = L-seryl-[pyruvate dehydrogenase E1 alpha subunit] + phosphate." [EC:3.1.3.43]
synonym: "[pyruvate dehydrogenase (lipoamide)] phosphatase activity" EXACT []
synonym: "[pyruvate dehydrogenase (lipoamide)] phosphatase, intrinsic catalyst activity" EXACT []
synonym: "pyruvate dehydrogenase (lipoamide) phosphatase activity" EXACT []
xref: EC:3.1.3.43
xref: MetaCyc:3.1.3.43-RXN
xref: Reactome:R-HSA-204169 "PDP dephosphorylates p-lipo-PDH"
xref: RHEA:12669
is_a: GO:0004722 ! protein serine/threonine phosphatase activity

[Term]
id: GO:0047101
name: branched-chain alpha-keto acid dehydrogenase activity
namespace: molecular_function
def: "Catalysis of the reaction: [a branched-chain alpha-keto acid] + CoA + NAD+ = [a branched-chain acyl-CoA] + CO2 + NADH. This enzyme system catalyzes the oxidative decarboxylation of branched-chain alpha-keto acids derived from L-leucine, L-isoleucine, and L-valine to branched-chain acyl-CoAs." [EC:1.2.1.25, MetaCyc:1.2.1.25-RXN]
synonym: "2-oxoisovalerate dehydrogenase (acylating) activity" NARROW [EC:1.2.1.25]
synonym: "2-oxoisovalerate dehydrogenase activity" RELATED [EC:1.2.1.25]
synonym: "3-methyl-2-oxobutanoate:NAD+ 2-oxidoreductase (CoA-methyl-propanoylating)" RELATED [EC:1.2.1.25]
xref: EC:1.2.1.25
xref: MetaCyc:1.2.1.25-RXN
xref: MetaCyc:2KETO-4METHYL-PENTANOATE-DEHYDROG-RXN
is_a: GO:0016620 ! oxidoreductase activity, acting on the aldehyde or oxo group of donors, NAD or NADP as acceptor

[Term]
id: GO:0003863
name: 3-methyl-2-oxobutanoate dehydrogenase (2-methylpropanoyl-transferring) activity
namespace: molecular_function
alt_id: GO:0003826
def: "Catalysis of the reaction: 3-methyl-2-oxobutanoate + lipoamide = S-(2-methylpropanoyl)dihydrolipoamide + CO2." [EC:1.2.4.4]
synonym: "2-oxoisocaproate dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "2-oxoisovalerate (lipoate) dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "3-methyl-2-oxobutanoate dehydrogenase (lipoamide) activity" RELATED [EC:1.2.4.4]
synonym: "3-methyl-2-oxobutanoate:dihydrolipoyllysine-residue (2-methylpropanoyl)transferase-lipoyllysine 2-oxidoreductase (decarboxylating, acceptor-2-methylpropanoylating)" RELATED [EC:1.2.4.4]
synonym: "3-methyl-2-oxobutanoate:lipoamide oxidoreductase (decarboxylating and acceptor-2-methylpropanoylating) activity" RELATED [EC:1.2.4.4]
synonym: "alpha-keto-alpha-methylvalerate dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "alpha-ketoacid dehydrogenase activity" NARROW []
synonym: "alpha-ketoisocaproate dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "alpha-ketoisocaproic dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "alpha-ketoisocaproic-alpha-keto-alpha-methylvaleric dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "alpha-ketoisovalerate dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "alpha-oxoisocaproate dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "BCKDH activity" RELATED [EC:1.2.4.4]
synonym: "BCOAD activity" RELATED [EC:1.2.4.4]
synonym: "branched chain keto acid dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "branched-chain (-2-oxoacid) dehydrogenase (BCD) activity" RELATED [EC:1.2.4.4]
synonym: "branched-chain 2-keto acid dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "branched-chain 2-oxo acid dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "branched-chain alpha-keto acid dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "branched-chain alpha-oxo acid dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "branched-chain keto acid dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "branched-chain ketoacid dehydrogenase activity" RELATED [EC:1.2.4.4]
synonym: "dehydrogenase, 2-oxoisovalerate (lipoate) activity" RELATED [EC:1.2.4.4]
synonym: "dehydrogenase, branched chain alpha-keto acid activity" RELATED [EC:1.2.4.4]
xref: EC:1.2.4.4
xref: MetaCyc:1.2.4.4-RXN
xref: RHEA:13457
is_a: GO:0016624 ! oxidoreductase activity, acting on the aldehyde or oxo group of donors, disulfide as acceptor

[Term]
id: GO:0043754
name: dihydrolipoyllysine-residue (2-methylpropanoyl)transferase activity
namespace: molecular_function
alt_id: GO:0004147
def: "Catalysis of the reaction: 2-methylpropanoyl-CoA + enzyme N6-(dihydrolipoyl)lysine = CoA + enzyme N6-(S-[2-methylpropanoyl]dihydrolipoyl)lysine." [RHEA:18865]
synonym: "2-methylpropanoyl-CoA:enzyme-6-N-(dihydrolipoyl)lysine:S-(2-methylpropanoyl)transferase activity" RELATED [EC:2.3.1.168]
synonym: "2-methylpropanoyl-CoA:enzyme-N6-(dihydrolipoyl)lysine:S-(2-methylpropanoyl)transferase activity" RELATED [EC:2.3.1.168]
synonym: "dihydrolipoamide branched chain acyltransferase activity" EXACT []
synonym: "dihydrolipoamide branched chain transacylase activity" EXACT []
synonym: "dihydrolipoyl transacylase activity" RELATED [EC:2.3.1.168]
synonym: "enzyme-dihydrolipoyllysine:2-methylpropanoyl-CoA S-(2-methylpropanoyl)transferase activity" EXACT []
xref: EC:2.3.1.168
xref: MetaCyc:2.3.1.168-RXN
xref: RHEA:18865
is_a: GO:0016747 ! acyltransferase activity, transferring groups other than amino-acyl groups


